C|P Errors Coi ro^io^S by tho STIC Sj^ms Branch ^/ J 



. Errors Coi ro^lo^^ Dy mo b ::>^^)m3 Hroncfi ^/ / ' 

Seria, Number: 0'?/3S??.^<d£ ^ |S,f.:'r!!!£2^^^^ 

I I Changed a file (rom non-ASCII to ASCII ^ Voriflod by: / Irl STlC staff) 

I I Changed the margins in cases where the sequence^e^^^as Vrapped' down to Ihe next line. 
[ I Edited a format enor in the Current Application Data sectiofTj^^^ly: 

I I Edited the Current Application Data section with the actual cunent number. The number inputted by the 
applicant was Q Ihe prior application data; or Q other . 

I I Added the mandatory heading and subheadings for "Current Application Data*. 

I I Edited Iho 'Number of Sequences' field. Tho applicant spelled out a number'insiead of using an integer. 

[ I Changed Iho spelling of a mandatory field (the headings or subheadings), specifically; 

I I Corrected Iho SEQ ID NO when obviously incorrect. Tho sequence numbers thai were edited were: 

[ I Inserted or corrected a nucleic number at tho end of a nucleic lino. SEQ ID NO'S edited: 

I I Corrected subheading placement. All responses must bo on Iho same line as each subheading. If tho 

applicant placed a response below tho subheading, this was moved to its appropriate place, 

[ j Inserted colons after headings/subheadings. Headings edited included: . 

j [ Deleted extra, invalid, headings used by an applicant. specificaJly: 




Deleted: Q^on-ASCII "garbage' at Iho beginning/end of files: □ secretary initials/filename at end of file: 
□ page numbers throughout text: □ other invalid text, such as . 

[ I Inserted mandatory headings, specifically: 



I I Corrected an obvious enro: in the response, specifically: 



Edited identifiers where upper case is used but lower case is required, or vice versa. 



[ I Corrected an error in tho Number of Sequences field, specifically: 



[ I A "Hard Pago Break" code was inserted by the applicant. All occurrences had lo bo deleted. 

I I Deleted ending stop codon in amino acid sequences and adjusted the '(A)Length:" field accordingly (error 
due to a Patentin bug). Sequences corrected: . 

I I Other: 



•Examiner: 



The above corrections must bo communicated 
Aclfon. DO NOT send a copy of this form. 



lo the applicant in the first 
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3 


<110> 


APPLICANT 


: Tamatani, 


Takuya 
















4 






Tezuka; Katsunari 






















6 


<120> 


TITLE 


OF 


INVENTION: CELL 


SURFACE 


MOLECULE 


MEDIATING CELL 


7 






ADHESION 




SIGNAL TRANSMISSION 














10 


<130> 


FILE REFERENCE: 06501 


-039001 
















12 


<140> 


CURRENT APPLICATION NUMBER: US 09/383,5513 








13 


<141> 


CURRENT FILING DATE: 


1999 


-08- 


26 














15 


<150> 


PRIOR 


APPLICATION 


NUMBER : 


PCT/JP98/00837 










16 


<151> 


PRIOR 


FILING 


DATE 


: 1998-02-27 
















18 


<150> 


PRIOR 


APPLICATION 


NUMBER: 


JAPAN 09-62290 










19 


<151> 


PRIOR 


FILING 


DATE 


: 1997-02-27 
















21 


<150> 


PRIOR 


APPLICATION 


NUMBER : 


JAPAN 10-62217 










22 


<151> 


PRIOR 


FILING 


DATE 


: 1998-02-26 
















24 


<160> 


NUMBER OF 


SEQ 


ID NOS: 


26 


















26 


<170> 


SOFTWARE : 


FastSEQ 


for 


Windows 


Version 


4.0 










28 


<210> 


SEQ ID NO 


: 1 
























29 


<211> 


LENGTH: 600 
























30 


<212> 


TYPE: 


DNA 


























31 


<213> 


ORGANISM: 


Homo sapiens 


















33 


<220> 


FEATURE : 


























34 


<221> 


NAME/KEY : 


CDS 
























35 


<222> 


LOCATION: 


(1) 


...(597) 




















37 


<400> 


SEQUENCE: 


1 
























38 


atg 


aag 


tea 


ggc 


etc 


tgg 


tat 


ttc 


ttt 


etc 


ttc 


tgc 


ttg 


cgc 


att 


aaa 


39 


Met 


Lys 


Ser 


Gly 


Leu 


Trp 


Tyr 


Phe 


Phe 


Leu 


Phe 


Cys 


Leu 


Arg 


He 


Lys 


40 


1 










5 










10 










15 




42 


gtt 


tta 


aca 


gga 


gaa 


ate 


aat 


ggt 


tct 


gee 


aat 


tat 


gag 


atg 


ttt 


ata 


43 


Val 


Leu 


Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asn 


Tyr 


Glu 


Met 


Phe 


He 


44 










20 










25 










30 






46 


ttt 


cac 


aac 


gga 


ggt 


gta 


caa 


att 


tta 


tgc 


aaa 


tat 


cct 


gac 


att 


gtc 


47 


Phe 


His 


Asn 


Gly 


Gly 


Val 


Gin 


He 


Leu 


Cys 


Lys 


Tyr 


Pro 


Asp 


He 


Val 


48 








35 










40 










45 








50 


cag 


caa 


ttt 


aaa 


atg 


cag 


ttg 


ctg 


aaa 


ggg 


ggg 


caa 


ata 


etc 


tgc 


gat 


51 


Gin 


Gin 


Phe 


Lys 


Met 


Gin 


Leu 


Leu 


Lys 


Gly 


Gly 


Gin 


He 


Leu 


Cys 


Asp 


52 




50 










55 










60 










54 


etc 


act 


aag 


aca 


aaa 


gga 


agt 


gga 


aac 


aca 


gtg 


tec 


att 


aag 


agt 


ctg 


55 


Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Thr 


Val 


Ser 


He 


Lys 


Ser 


Leu 


56 


65 












70 










75 










80 


58 


aaa 


ttc 


tge 


cat 


tct 


cag 


tta 


tec 


aac 


aac 


agt 


gtc 


tct 


ttt 


ttt 


eta 


59 


Lys 


Phe 


Cys 


His 


Ser 


Gin 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 


60 












85 










90 










95 




62 


tac 


aac 


ttg 


gac 


cat 


tct 


cat 


gee 


aac 


tat 


tac 


ttc 


tgc 


aac 


eta 


tea 


63 


Tyr 


Asn 


Leu 


Asp 


His 


Ser 


His 


Ala 


Asn 


Tyr 


Tyr 


Phe 


Cys 


Asn 


Leu 


Ser 


64 










100 










105 










110 






66 


att 


ttt 


gat 


cct 


cct 


cct 


ttt 


aaa 


gta 


act 


ctt 


aca 


gga 


gga 


tat 


ttg 


67 


He 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Lys 


Val 


Thr 


Leu 


Thr 


Gly 


Gly 


Tyr 


Leu 


68 








115 










120 










125 









48 



96 



144 



192 



240 



288 



336 



384 
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70 


cat 


att 


tat 


gaa 


tea 


caa 


ctt 


tgt 


tge 


cag 


etg 


aag 


ttc 


tgg 


tta 


cec 


71 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Phe 


Trp 


Leu 


Pro 


72 




130 










135 










140 










74 


ata 


gga 


tgt 


gca 


gcc 


ttt 


gtt 


gta 


gtc 


tge 


att 


ttg 


gga 


tge 


ata 


ctt 


75 


He 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Cys 


He 


Leu 


Gly 


Cys 


He 


Leu 


76 


145 










150 










155 










160 


78 


att 


tgt 


tgg 


ctt 


aca 


aaa 


aag 


aag 


tat 


tea 


tec 


agt 


gtg 


cac 


gae 


cet 


79 


He 


Cys 


Trp 


Leu 


Thr 


Lys 


Lys 


Lys 


Tyr 


Ser 


Ser 


Ser 


Val 


His 


Asp 


Pro 


80 










165 










170 










175 




82 


aac 


ggt 


gaa 


tac 


atg 


ttc 


atg 


aga 


gca 


gtg 


aac 


aca 


gee 


aaa 


aaa 


tet 


83 


Asn 


Gly 


Glu 


Tyr 


Met 


Phe 


Met 


Arg 


Ala 


Val 


Asn 


Thr 


Ala 


Lys 


Lys 


Ser 


84 








180 










185 










190 






86 


aga 


etc 


aca 


gat 


gtg 


acc 


eta 


taa 


















87 


Arg 


Leu 


Thr 


Asp 


Val 


Thr 


Leu 




















88 






195 




























91 


<210> SEQ ID 


NO: 


2 
























92 


<211> LENGTH 


: 199 
























93 


<212> TYPE: 


PRT 


























94 


<213> ORGANISM: 


Homo 


sapiens 




















96 


<400> SEQUENCE: 


2 
























97 


Met 


Lys 


Ser 


Gly 


Leu 


Trp 


Tyr 


Phe 


Phe 


Leu 


Phe 


Cys 


Leu 


Arg 


He 


Lys 


98 


1 








5 










10 










15 




99 


Val 


Leu 


Thr 


Gly Glu 


He 


Asn 


Gly 


Ser 


Ala 


Asn 


Tyr 


Glu 


Met 


Phe 


He 


100 








20 










25 










30 






101 


Phe 


His 


Asn 


Gly 


Gly 


Val 


Gin 


He 


Leu 


Cys 


Lys 


Tyr 


Pro 


Asp 


He 


Val 


102 






35 










40 










45 








103 


Gin 


Gin 


Phe 


Lys 


Met 


Gin 


Leu 


Leu 


Lys 


Gly 


Gly 


Gin 


He 


Leu 


Cys 


Asp 


104 




50 










55 










60 










105 


Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 


Thr 


Val 


Ser 


He 


Lys 


Ser 


Leu 


106 


65 










70 










75 










80 


107 


Lys 


Phe 


Cys 


His 


Ser 


Gin 


Leu 


Ser 


Asn 


Asn 


Ser 


Val 


Ser 


Ph^, 


, Phe 


Leu 


108 










85 










90 










95 




109 


Tyr 


Asn 


Leu 


Asp 


His 


Ser 


His 


Ala 


Asn 


Tyr 


Tyr 


Phe 


Cys 


Asn 


Leu 


Ser 


110 








100 










105 










110 






111 


He 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Lys 


Val 


Thr 


Leu 


Thr 


Gly 


Gly 


Tyr 


Leu 


112 






115 










120 










125 








113 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 


Gin 


Leu 


Lys 


Phe 


Trp 


Leu 


Pro 


114 




130 










135 










140 










115 


He 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 


Cys 


He 


Leu 


Gly 


Cys 


He 


Leu 


116 


145 










150 










155 










160 


117 


He 


Cys 


Trp 


Leu 


Thr 


Lys 


Lys 


Lys 


Tyr 


Ser 


Ser 


Ser 


Val 


His 


Asp 


Pro 


118 










165 










170 










175 




119 


Asn 


Gly 


Glu 


Tyr 


Met 


Phe 


Met 


Arg 


Ala 


Val 


Asn 


Thr 


Ala 


Lys 


Lys 


Ser 


120 








180 










185 










190 






121 


Arg 


Leu 


Thr 


Asp 


Val 


Thr 


Leu 




















122 






195 




























124 


<210> SEQ ID NO 


: 3 
























125 


<211> LENGTH: 2610 
























126 


<212> TYPE: 


DNA 



























432 



480 



528 



576 



600 
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127 


<213> ORGANISM: 


Homo sapiens 




















129 


<220> FEATURE: 




























130 


<221> NAME/KEY: 


CDS 


























131 


<222> LOCATION: 


(26)... 


(622) 




















133 


<400> SEQUENCE: 


3 


























134 


ggactgttaa 


ctgtttctgg caaac 


atg 


aag 


tea 


ggc 


etc 


tgg 


tat 


ttc 


ttt 


52 


135 
















Met 


Lys 


Ser 


Gly 


Leu 


Trp 


Tyr 


Phe 


Phe 




136 
















1 








5 












138 


etc 


ttc 


tgc 


ttg 


egc 


att 


aaa 


gtt 


tta 


aca 


gga 


gaa 


ate 


aat 


ggt 


tct 


100 


139 


Leu 


Phe 


Cys 


Leu 


Arg 


He 


Lys 


Val 


Leu 


Thr 


Gly 


Glu 


He 


Asn 


Gly 


Ser 




140 


10 










15 










20 










25 




142 


gee 


aat 


tat 


gag 


atg 


ttt 


ata 


ttt 


cac 


aac 


gga 


ggt 


gta 


caa 


att 


tta 


148 


143 


Ala 


Asn 


Tyr 


Glu 


Met 


Phe 


He 


Phe 


His 


Asn 


Gly 


Gly 


Val 


Gin 


He 


Leu 




144 










30 










35 










40 






146 


tgc 


aaa 


tat 


cct 


gae 


att 


gtc 


cag 


eaa 


ttt 


aaa 


atg 


cag 


ttg 


ctg 


aaa 


196 


147 


Cys 


Lys 


Tyr 


Pro 


Asp 


He 


Val 


Gin 


Gin 


Phe 


Lys 


Met 


Gin 


Leu 


Leu 


Lys 




148 








45 










50 










55 








150 


ggg 


ggg 


caa 


ata 


etc 


tgc 


gat 


etc 


act 


aag 


aca 


aaa 


gga 


agt 


gga. 


aac 


244 


151 


Gly 


Gly 


Gin 


He 


Leu 


Cys 


Asp 


Leu 


Thr 


Lys 


Thr 


Lys 


Gly 


Ser 


Gly 


Asn 




152 






60 










65 










70 










154 


aca 


gtg 


tec 


att 


aag 


agt 


ctg 


aaa 


ttc 


tgc 


cat 


tct 


cag 


tta 


tec 


aac 


292 


155 


Thr 


Val 


Ser 


He 


Lys 


Ser 


Leu 


Lys 


Phe 


Cys 


His 


Ser 


Gin 


Leu 


Ser 


Asn 




156 




75 










80 










85 












158 


aac 


agt 


gtc 


tct 


ttt 


ttt 


eta 


tac 


aae 


ttg 


gae 


cat 


tct 


cat 


gcc 


aae 


340 


159 


Asn 


Ser 


Val 


Ser 


Phe 


Phe 


Leu 


Tyr 


Asn 


Leu 


Asp 


His 


Ser 


His 


Ala 


Asn 




160 


90 










95 










100 










105 




162 


tat 


tac 


ttc 


tge 


aac 


eta 


tea 


att 


ttt 


gat 


cct 


cct 


cct 


ttt 


aaa 


gta 


388 


163 


Tyr 


Tyr 


Phe 


Cys 


Asn 


Leu 


Ser 


He 


Phe 


Asp 


Pro 


Pro 


Pro 


Phe 


Lys 


Val 




164 










110 










115 










120 






166 


act 


ctt 


aca 


gga 


gga 


tat 


ttg 


cat 


att 


tat 


gaa 


tea 


eaa 


ctt 


tgt 


tge 


436 


167 


Thr 


Leu 


Thr 


Gly 


Gly 


Tyr 


Leu 


His 


He 


Tyr 


Glu 


Ser 


Gin 


Leu 


Cys 


Cys 




168 








125 










130 










135 








170 


cag 


ctg 


aag 


ttc 


tgg 


tta 


cec 


ata 


gga 


tgt 


gea 


gcc 


ttt 


gtt 


gta 


gtc 


484 


171 


Gin 


Leu 


Lys 


Phe 


Trp 


Leu 


Pro 


He' 


Gly 


Cys 


Ala 


Ala 


Phe 


Val 


Val 


Val 




172 






140 










145 










150 










174 


tgc 


att 


ttg 


gga 


tgc 


ata 


ctt 


att 


tgt 


tgg 


ctt 


aca 


aaa 


aag 


aag 


tat 


532 


175 


Cys 


He 


Leu 


Gly 


Cys 


He 


Leu 


He 


Cys 


Trp 


Leu 


Thr 


Lys 


Lys 


Lys 


Tyr 




176 




155 










160 










165 












178 


tea 


tec 


agt 


gtg 


cac 


gae 


cet 


aac 


ggt 


gaa 


tac 


atg 


ttc 


atg 


aga 


gea 


580 


179 


Ser 


Ser 


Ser 


Val 


His 


Asp 


Pro 


Asn 


Gly 


Glu 


Tyr 


Met 


Phe 


Met 


Arg 


Ala 




180 


170 










175 










180 










185 




182 


gtg 


aae 


aca 


gcc 


aaa 


aaa 


tct 


aga 


etc 


aca 


gat 


gtg 


ace 


eta 






62 2 


183 


Val 


Asn 


Thr 


Ala 


Lys 


Lys 


Ser 


Arg 


Leu 


Thr 


Asp 


Val 


Thr 


Leu 








184 










190 










195 
















186 


taatatggaa etctggcacc caggcatgaa 


gcacgttggc 


cagttttect caacttgaag 


682 


187 


tgeaagattc tcttatttcc gggaceacgg 


agagtctgae 


ttaactaeat aeatcttetg 


742 


188 


ctggtgtttt gttcaatctg gaagaatgac 


tgtatcagtc 


aatggggatt ttaaeagact 


802 


189 


gccttggtac tgcegagtcc tctcaaaaca 


aacaccctet 


tgcaaccage tttggagaaa 


862 


190 


gcccagctcc tgtgtgctea ctgggagtgg 


aatccctgtc 


tecacatctg cteetagcag 


922 
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191 tgcatcagcc agtaaaacaa acacatttac aagaaaaatg ttttaaagat gccaggggta 

192 ctgaatctgc aaagcaaatg agcagccaag gaccagcatc tgtccgcatt tcactatcat 

193 actacctctt ctttctgtag ggrtgagaat tcctctttta atcagtcaag ggagatgctt 

194 caaagctggr gctattttat ttctgagatg ttgatgtgaa ctgtacatta gtacatactc 

195 agtactctcc ttcaattgct gaaccccagt tgaccatttt accaagactt tagatgcttt 

196 cttgtgccct caattttctt tttaaaaata cttctacatg actgcttgac agcccaacag 

197 ccactctcaa tagagagcta tgtcttacat tctttcctct gctgctcaat agttttatat 

198 atctatgcat acatatatac acacatatgt atataaaatt cataatgaat atatttgcct 

199 atattctccc tacaagaata tttttgctcc agaaagacat gttcttttct caaattcagt 

200 taaaatggtt tactttgttc aagttagtgg taggaaacat tgcccggaat tgaaagcaaa 

201 tttawwttat tatcctattt tctaccatta tctatgtttt catggtgcta ttaattacaa 

202 gtttagttct ttttgtagat catattaaaa ttgcaaacaa aatcatcttt aatgggccag 

203 cattctcatg gggtagagca gaatattcat ttagcctgaa agctgcagtt actataggtt 

204 gctgtcagac tatacccatg gtgcctctgg gcttgacagg tcaaaatggt ccccatcagc 

205 ctggagcagc cctccagacc tgggtggaat tccagggttg agagactccc ctgagccaga 

206 ggccactagg tattcttgct cccagaggct gaagtcaccc tgggaatcac agtggtctac 

207 ctgcattcat aattccagga tctgtgaaga gcacatatgt gtcagggcac aattccctct 

208 cataaaaacc acacagcctg gaaattggcc ctggcccttc aagatagcct tctttagaat 

209 atgatttggc tagaaagatt cttaaatatg tggaatatga ttattcttag ctggaatatt 

210 ttctctactt cctgtctgca tgcccaaggc ttctgaagca gccaatgtcg atgcaacaac 
211* atttgtaact ttaggtaaac tgggattatg ttgtagttta acattttgta actgtgtgct 

212 tatagtttac aagtgagacc cgatatgtca ttatgcatac ttatattatc ttaagcatgt 

213 gtaatgctgg atgtgtacag tacagtacwt aacttgtaat ttgaatctag tatggtgttc 

214 tgttttcagc tgacttggac aacctgactg gctttgcaca ggtgttccct gagttgtttg 

215 caggtttctg tgtgtggggt ggggtatggg gaggagaacc ttcatggtgg cccacctggc 

216 ctggttgtcc aagctgtgcc tcgacacatc ctcatcccaa gcatgggaca cctcaagatg 

217 aataataatt cacaaaattt ctgtgaaatc aaatccagtt ttaagaggag ccacttatca 

218 aagagatttt aacagtagta agaaggcaaa gaataaacat ttgatattca gcaactgaaa 

219 aaaaaaaa 

221 <210> SEQ ID NO: 4 

222 <211> LENGTH: 2072 

223 <212> TYPE: DNA 

224 <213> ORGANISM: 

226 <220> FEATURE: 

227 <221> NAME/KEY 

228 <222> LOCATION 
230 <400> SEQUENCE 



Rattus norvegicus 



CDS 

(35) 

4 



( 634 ) 



231 ctggagggga agagtgcagc tgttcctggc agac atg aag ccc tac ttc teg tgc 

232 Met Lys Pro Tyr Phe Ser Cys 

233 1 5 

235 gtc ttt gtc ttc tgc ttc eta ate aaa ctt tta aca gga gaa etc aat 

236 Val Phe Val Phe Cys Phe Leu lie Lys Leu Leu Thr Gly Glu Leu Asn 

237 10 15 . 20 

239 gac ttg gee aat cac agg atg ttt teg ttt cac gat gga ggt gta cag 

240 Asp Leu Ala Asn His Arg Met Phe Ser Phe His Asp Gly Gly Val Gin 

241 25 30 35 

243 att tet tgt aac tac cet gag act gtc cag cag tta aaa atg cag ttg 

244 lie Ser Cys Asn Tyr Pro Glu Thr Val Gin Gin Leu Lys Met Gin Leu 

245 40 45 50 55 
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1102 
1162 
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1282 
1342 
1402 
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1522 
1582 
1642 
1702 
1762 
1822 
1882 
1942 
2002 
2062 
2122 
2182 
2242 
2302 
2362 
2422 
2482 
2542 
2602 
2610 
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283 tea taatctggaa eacgggaaec eatggaggaa etacaetgtc tagtteccet 684 

284 Ser 

285 200 

287 gaaaettgaa tggagaaagt cttetatttt etggaccaca gggeatetga cttgattaac 744 

288 tactgatace tecttttggk gttttgtttg tctggatcag tgaetatcag teacteggaa 804 

289 tttcagcaga ctgccctggg tttgctgagt cettttaagg caaaeeeett ettatagaag 864 

290 acceggctea tatgtattca acaaacagac ctcactggga tacaatccce tetttctgeg 924 

291 cetgcttcta gctatgeace ggccagcaag acaaaeatat ctecagcatt tttacaaaaa 984 

292 tgceagggta tgaatetgta aagtacaeag geagceattg accacegtct gtcetcgttt 1044 

293 tttcagatte tatttttttc catagagatc ageattcett etagaatcag acagtagagg 1104 

294 gagatgette acaacagaag ctettatgtt tetgagatgt tgatgaatte atgctttagt 1164 

295 accaccatgt tetctaaeaa cttctatatt ceagctgate aetgcttcag ggcttagatg 1224 

296 cctgcttttg ecttcaagtc teeeettaaa gatactecea caggtctact tggtggcetg 1284 

297 cagecactet gaataggaag tttggtetac aatttccccc etctgetget eaaaaaaaaa 1344 

298 aattagtaga tatgatttte ecatattcte cetgecaaag taatttttte cagcaaagae 1404 

299 atetaaatte agttaatatg gtttactgtg ttgatattag tggeagtaaa eatttetcag . 14 64 

300 aatcaaaage aaattaattt tgeggtggtg tttttctace attatettgg gtttccatgg 1524 

301 tgctattaet cacaagttta gctatttttt tatgeatcat attaaagttg caagcaagca 1584 

302 gagcaaecct eggttaatgg geaaaeatte teetggggta gaatgaattg tetatttagc 1644 

303 ecgaaaaetg cagtttetgt gggtggctgc cagactacag ecgtgctttg etetggcttt 1704 

304 gacaggttga aatagyecce atgascstgg aacagwacte cagactgtgc tggagtccea 1764 
X 305 aagttaggag ggceatggag cetgggacag getgetgett tggtctttag gatctaggaa 1824 

y 



Please Note: 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> to 
<223> fields of each sequence which presents at least one n or Xaa. 
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PATENT APPLICATION: US/09/383 , 551B TIME: 18:52:48 

Input Set : A:\Seqlist06501-039001.txt 

Output Set: N:\CRF3\06142001\I383551B.raw DOOS Not Comply 

3 <iio> APPLICANT: Tamatani. Takuya CoiTected Diskette Needed 

4 Tezuka, Katsunari 

6 <120> TITLE OF INVENTION: CELL SURFACE MOLECULE MEDIATING CELL 

7 ADHESION AND SIGNAL TRANSMISSION 
10 <130> FILE REFERENCE: 06501-039001 

12 <140> CURRENT APPLICATION NUMBER: US 09/383, 551B 

13 <141> CURRENT FILING DATE: 1999-08-26 

15 <150> PRIOR APPLICATION NUMBER: PCT/JP9 8/0083 7 

16 <151> PRIOR FILING DATE: 1998-02-27 

18 <150> PRIOR APPLICATION NUMBER: JAPAN 09-62290 

19 <151> PRIOR FILING DATE: 1997-02-27 

21 <150> PRIOR APPLICATION NUMBER: JAPAN 10-62217 

22 <151> PRIOR FILING DATE: 1998-02-26 
24 <160> NUMBER OF SEQ ID NOS : 26 

26 <170> SOFTWARE: FastSEQ for Windows Version 4.0 
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857 180 185 190 

858 Arg Ser Pro Leu Thr Thr Gly Val Tyr Val Lys Met Pro Pro Thr Glu 

859 195 200 205 

860 Pro Glu Cys Glu Lys Gin Phe Gin Pro Tyr Phe lie Pro lie Asn 

861 p\ 210 215 220 
E--> 8651 
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